Chinese Jouranl of Entomology
\Volume 18, Issue 3, Pages 167-176, 1998

Phylogenic Relationships in the Drosophila Nasuta Species Droup (Diptera :
Drosophilidae) : A RAPD Approach
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Abstract

Random amplified polymorphic DNA (RAPD) analysis was applied to 14
species and subspecies of the Drosophila nasuta subgroup of the D. immigrans
species group, plus D. immigrans as an outgroup. Forty primers of an arbitrary
nucleotide sequence plus 2 pyruvate kinase gene-specific primers were used to
amplify DNA fragments from genomic DNA of the 15 genotypes. Different
RAPD fragment patterns were observed for different species, even subspecies.
A dendrogram of the 15 genotypes was reconstructed using UPGMA of cluster
analysis of SPSS. Data from the RAPD analysis is in concordance with that
from morphological diagnostic characters in the D. nasuta subgroup, especially
in the relationships between D. nasuta and D. albomicans; D. sulfurigaster spp.
and Taxon-I, Taxon-j, and D. pallidifrons.
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